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Powerful informatics tool for cancer research
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Figure 1. Workflow templates enable streamlined access to a report
lon Torrent™ Oncomine™ Knowledgebase Reporter is a in three easy steps: upload, filter, and report.

genomic analysis tool developed specifically for further
examination of NGS data and enables streamlined access Oncomine Knowledgebase Reporter provides two key

to a final report in three easy steps (Figure 1). It delivers forms of relevancy content which, depending on the
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clinical trials. This process of investigation transforms content provided include:

data into knowledge, helping to gain efficiency in cancer

research and drug development. e Clinical consensus information provided for research is
reflected from published therapies and current labeling
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Each piece of evidence is manually curated and
standardized by two independent reviewers for context,
categorization, and concordance. The process helps
ensure that the data are comparable where there are
differing reporting standards from global sources (Figure 2).

Figure 2. Oncomine Knowledgebase Reporter provides global
clinical trial information for >60 countries with summary information,
including contact information for enroliment.

Easy access to important information

Oncomine Knowledgebase Reporter has an easy-to-
use interface with filtering options based on data source,
cancer type, and clinical trial location. Role-based user
profiles provide the flexibility to standardize workflows for
operators in laboratory environments.

Whether you're in a high-volume lab or in a highly
collaborative, multisite organization, Oncomine
Knowledgebase Reporter has the implementation tools to
fit your needs, from a local server to the latest web-based
version, powered by Thermo Fisher Cloud (Figure 3).
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Figure 3. The web-based version of Oncomine Knowledgebase
Reporter is part of Thermo Fisher Connect, powered by

Thermo Fisher Cloud. The interface allows the user to create analyses,
preview results, and go back to these analyses and results without
generating reports.

The web-based Oncomine Knowlegebase Reporter,
available in Thermo Fisher Connect, enables a secure,
scalable analysis platform with a pay-as-you-go
reporting structure.

Find out more at
thermofisher.com/oncomine-informatics
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Figure 4. Customizable report. The report header and footer contain
many customizable fields. The Variant Summary presents the sample-
specific data by source and variant. In the Relevant Therapy Summary,
the easy-to-read legend continues as more details on each variant are
presented.

Oncomine Knowledgebase Reporter provides an
Application Programming Interface (API) that facilitates
Laboratory Information System (LIS) integration as well

as efficient workflow automation in high-volume labs.
Workflow templates enable streamlined access to a final
report in three easy steps (Figure 1). In order to fit your lab’s
branding needs, the report is customizable with options for
a logo, location, and operator, in addition to other custom
fields, for specific information about the sample (Figure 4).

Additionally, the template can be created in several
languages such as Chinese (simplified and traditional),
French, German, Italian, Japanese, Korean, Portuguese,
and Spanish. The template components, custom fields,
and descriptors reflect the language of choice, while the
curated content remains in English.

As the incidence of cancer continues to increase worldwide,
oncology researchers need more powerful tools to get

the most out of the increasing availability of genomic
information. Oncomine Knowledgebase Reporter combines
existing genomic and clinical trial information into a powerful
tool to help cancer researchers learn about and apply that
knowledge to sample-specific variants.
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